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Val lie Tyr Asp Gin Leu Cys Ser Val Pro Ser Tyr Ser He Cys 
185' 190 195 



Glu Lys Lys Phe Ser Met 
200 

<210> 478 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 

<400> 478 
gtccacagac agtcatctca ggagcag 27 

<210> 479 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 

<400> 479 
acaagtgtct tcccaacctg 20 

<210> 480 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 

<400> 480 
atcctcccag agccatggta cctc 24 

<210> 481 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 
<400> 481 

ccaaggatag ctgttgtttc agagaaagga tcgtgtgctg catctcctcc 50 
t 51 

<210> 482 

<211> 3819 

<212> DNA 

<213> Homo sapiens 
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<400> 482 

ggaaggggag gagcaggcca cacaggcaca ggccggtgag ggacctgccc 50 
agacctggag ggtctcgctc tgtcacacag gctggagtgc agtggtgtga 100 
tcttggctca tcgtaacctc cacctcccgg gttcaagtga ttctcatgcc 150 
tcagcctccc gagtagctgg gattacaggt ggtgacttcc aagagtgact 200 
ccgtcggagg aaaatgactc cccagtcgct gctgcagacg acactgttcc 250 
tgctgagtct gctcttcctg gtccaaggtg cccacggcag gggccacagg 300 
gaagactttc gcttctgcag ccagcggaac cagacacaca ggagcagcct 350 
ccactacaaa cccacaccag acctgcgcat ctccatcgag aactccgaag 400 
aggccctcac agtccatgcc cctttccctg cagcccaccc tgcttcccga 450 
tccttccctg accccagggg cctctaccac ttctgcctct actggaaccg 500 
acatgctggg agattacatc ttctctatgg caagcgtgac ttcttgctga 550 
gtgacaaagc ctctagcctc ctctgcttcc agcaccagga ggagagcctg 600 
gctcagggcc ccccgctgtt agccacttct gtcacctcct ggtggagccc 650 
tcagaacatc agcctgccca gtgccgccag cttcaccttc tccttccaca 700 
gtcctcccca cacggccgct cacaatgcct cggtggacat gtgcgagctc 750 
aaaagggacc tccagctgct cagccagttc ctgaagcatc cccagaaggc 800 
ctcaaggagg ccctcggctg cccccgccag ccagcagttg cagagcctgg 850 
agtcgaaact gacctctgtg agattcatgg gggacatggt gtccttcgag 900 
gaggaccgga tcaacgccac ggtgtggaag ctccagccca cagccggcct 950 
ccaggacctg cacatccact cccggcagga ggaggagcag agcgagatca 1000 
tggagtactc ggtgctgctg cctcgaacac tcttccagag gacgaaaggc 1050 
cggagcgggg aggctgagaa gagactcctc ctggtggact tcagcagcca 1100 
agccctgttc caggacaaga attccagcca agtcctgggt gagaaggtct 1150 
tggggattgt ggtacagaac accaaagtag ccaacctcac ggagcccgtg 1200 
gtgctcactt tccagcacca gctacagccg aagaatgtga ctctgcaatg 1250 
tgtgttctgg gttgaagacc ccacattgag cagcccgggg cattggagca 1300 
gtgctgggtg tgagaccgtc aggagagaaa cccaaacatc ctgcttctgc 1350 
aaccacttga cctactttgc agtgctgatg gtctcctcgg tggaggtgga 1400 
cgccgtgcac aagcactacc tgagcctcct ctcctacgtg ggctgtgtcg 1450 
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tctctgccct ggcctgcctt gtcaccattg ccgcctacct ctgctccagg 1500 
gtgcccctgc cgtgcaggag gaaacctcgg gactacacca tcaaggtgca 1550 
catgaacctg ctgctggccg tcttcctgct ggacacgagc ttcctgctca 1600 
gcgagccggt ggccctgaca ggctctgagg ctggctgccg agccagtgcc 1650 
atcttcctgc acttctccct gctcacctgc ctttcctgga tgggcctcga 1700 
ggggtacaac ctctaccgac tcgtggtgga ggtctttggc acctatgtcc 1750 
ctggctacct actcaagctg agcgccatgg gctggggctt ccccatcttt 1800 
ctggtgacgc tggtggccct ggtggatgtg gacaactatg gccccatcat 1850 
cttggctgtg cataggactc cagagggcgt catctaccct tccatgtgct 1900 
ggatccggga ctccctggtc agctacatca ccaacctggg cctcttcagc 1950 
ctggtgtttc tgttcaacat ggccatgcta gccaccatgg tggtgcagat 2000 
cctgcggctg cgcccccaca cccaaaagtg gtcacatgtg ctgacactgc 2050 
tgggcctcag cctggtcctt ggcctgccct gggccttgat cttcttctcc 2100 
tttgcttctg gcaccttcca gcttgtcgtc ctctaccttt tcagcatcat 2150 
cacctccttc caaggcttcc tcatcttcat ctggtactgg tccatgcggc 2200 
tgcaggcccg gggtggcccc tcccctctga agagcaactc agacagcgcc 2250 
aggctcccca tcagctcggg cagcacctcg tccagccgca tctaggcctc 2300 
cagcccacct gcccatgtga tgaagcagag atgcggcctc gtcgcacact 2350 
gcctgtggcc cccgagccag gcccagcccc aggccagtca gccgcagact 2400 
ttggaaagcc caacgaccat ggagagatgg gccgttgcca tggtggacgg 2450 
actcccgggc tgggcttttg aattggcctt ggggactact cggctctcac 2500 
tcagctccca cgggactcag aagtgcgccg ccatgctgcc tagggtactg 2550 
tccccacatc tgtcccaacc cagctggagg cctggtctct ccttacaacc 2600 
cctgggccca gccctcattg ctgggggcca ggccttggat cttgagggtc 2650 
tggcacatcc ttaatcctgt gcccctgcct gggacagaaa tgtggctcca 2700 
gttgctctgt ctctcgtggt caccctgagg gcactctgca tcctctgtca 2750 
ttttaacctc aggtggcacc cagggcgaat ggggcccagg gcagaccttc 2800 
agggccagag ccctggcgga ggagaggccc tttgccagga gcacagcagc 2850 
agctcgccta cctctgagcc caggccccct ccctccctca gccccccagt 2900 
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